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OMIM Expanded PPI database of human disease-causing genes
5444 genes linked with 8839 LTR loci

34 genes linked with 
88 LTR loci

Transcription factors PPI database
34 genes linked with 88 LTR loci

PPI Hub Proteins database
34 genes linked with 88 LTR loci

PPI Hub Proteins database
240-gene PPI network

Transcription Factors PPI database
240-gene PPI network

DisGeNET database of human diseases
5444 genes linked with 8839 LTR loci

Top 10 of 477 significantly enriched records

DisGeNET database of human diseases
240-gene PPI network

Top 10 of 3298 significantly enriched records

DisGeNET database of human diseases
240-gene PPI network

Top 30 of 3298 significantly enriched recordsTop 30 of 477 significantly enriched records

DisGeNET database of human diseases
5444 genes linked with 8839 LTR loci

DisGeNET database of human diseases
240-gene PPI network

3298 significantly enriched records

DisGeNET database of human diseases
5444 genes linked with 8839 LTR loci

477 significantly enriched records

Orphanet Augmented 2021 database of human diseases
240-gene PPI network

Top 30 of 199 significantly enriched records

Orphanet Augmented 2021 database
5444 genes linked with 8839 LTR loci

Top 30 of 1095 significantly enriched records

Transcription Factors PPI database
240-gene PPI network

Transcription Factors PPI database
34 genes linked with 88 LTR loci

268 significantly enriched records 121 significantly enriched records

PPI Hub Proteins network of 240 genes Transcription Factors PPI network of 240 genes

PPI Hub Proteins network of 34 genes linked with 88 LTR loci Transcription Factors PPI network of 34 genes linked with 88 LTR loci
CORUM Protein Complexes database

240-gene PPI network
CORUM Protein Complexes database

34 genes linked with 88 LTR loci

606 significantly enriched records 143 significantly enriched records

SILAC Phosphoproteomics database
240-gene PPI network

SILAC Phosphoproteomics database
34 genes linked with 88 LTR loci

62 significantly enriched records 22 significantly enriched records

NURSA Human Endogenous Complexome database
240-gene PPI network

NURSA Human Endogenous Complexome database
34 genes linked with 88 LTR loci

1783 significantly enriched records No significantly enriched records

CORUM Protein Complexes network of 34 genes linked with 88 LTR lociCORUM Protein Complexes network of 240 genes

NURSA Human Endogenous Complexome network of 240 genes SILAC Phosphoproteomics network of 240 genes 51-gene signature of 
human diseases’ PPI 

networks

OMIM Expanded PPI database of human disease-causing genes
240 genes PPI network

8839 LTRs
5444 genes

88 LTRs
34 genes

3298 human diseases

8839 LTRs
5444 genes

88 LTRs
34 genes

327 Mouse Phenotypes

77
significant terms

Mouse Phenotype

8 LTRs
12 genes

Neurotrophins (Neurotrophic Factors)

191
significant terms

Mouse Phenotype

115 LTRs
28 genes

RET/GDNF signaling

No
significant terms

Mouse Phenotype

120 LTRs
30 genes

Neurexins & Neroligins

32
significant terms

Mouse Phenotype

137 LTRs
30 genes

Neurotransmitter Receptors’ Activity 

69
significant terms

Mouse Phenotype

241 LTRs
81 genes

Tyrosine Kinase Receptors 

85
significant terms

Mouse Phenotype

305 LTRs
84 genes

Neuroactive Ligands/Receptors Interactions 

327
significant terms

Mouse Phenotype

88 LTRs
78 genes

Human diseases’ PPI network signature 

264
significant terms

Mouse Phenotype

966 LTRs
255 genes
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